The pyrene modifications were incorporated in high yields (judged by trityl monitoring) using a standard RNA cycle protocol. After sequential deprotection with methylamine and TBAF, RNAs were desalted followed by PAGE-purification (For an analytic PAGE of 32 P-labelled ribozymes see figure S1 below).
In order to determine cleavage rates, ribozymes were 5´- In addition to the PAGE analysis, fluorescence spectra were determined that display characteristic emission of the incorporated pyrene modifications. In figure  S2 , a representative spectrum for S2-HMR is shown. 
